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� Major: Animal Production (Animal Genomics) 

� Centre for Research in Agricultural Genomics (CRAG), CSIC- 

IRTA- UAB-UB, Universitat Autònoma de Barcelona, Bellaterra, 

08193, Spain 

 
� Major: Animal Genetics, Breeding and Reproduction Science 

� Chongqing Key Laboratory of Forage & Herbivore; College of 

Animal Science and Technology, Southwest University, 
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� Major: Animal Science 

� College of Animal Science and Technology, Southwest University, 
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WORKING EXPERIENCE: 
 

- 03/2021 – present: Postdoc scholar in the University of California Davis 
 

AREAS OF INTEREST: 
 
  Bioinformatics, functional genomics, animal epigenomics, population genetics.
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ABSTRACTS IN CONFERENCE: 

 
- Oral presentation: 

“The Chicken Genotype-Tissue Expression (ChickenGTEx): A Comprehensive Atlas of 

Genetic Regulatory Variants in Chicken Transcriptome”, January 8-12, 2022, San 

Diego, CA, USA., International Plant & Animal Genome XXIX 

“Annotation of full-length transcripts including alternative splicing from 19 chicken tissues 

using Oxford Nanopore long-read sequencing” July 26-30, 2021. 38th International 

Society for Animal Genetics Conference. 

 
- Poster presentation: 

“The variability of the MC1R gene determines the pigmentation patterns of Murciano-

Granadina goats”. June 3-5, 2020. Madrid, Spain. XX National Meeting of Animal 

Genetic Improvement. 

“A genome-wide association analysis for dairy traits in Murciano-Granadina goats”. July 7-

12, 2019. Lleida, Spain. 37th International Society for Animal Genetics Conference. 

“Mapping copy number variation in Murciano-Granadina goats”. July 7-12, 2019. Lleida, 

Spain. 37th International Society for Animal Genetics Conference. 

“Transcriptional profile of mammary gland tissue during lactation in Murciano-Granadina 

goats”. May 7-8, 2019. Zaragoza, Spain. XVIII Conference on Animal Production. 

“Characterizing the diversity of caprine casein genes through the analysis of genomic data 
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Barcelona, Spain. International Society for Computational Biology (ISCB), the Next 

Generation Sequencing Conference 2018 (NGS 2018). 

“Screening candidate genes of importantly economic traits in goats by whole-genome 

sequencing”. November 14-16, 2015. Jiangxi, China. The 18th National Conference 

on Animal Genetics and Breeding. 


